In the title compound, C 10 H 8 ClN 3 , the dihedral angle between the aromatic rings is 43.0 (1) and the bridging C-N-C angle is 128.19 (16) . The amino N atom of one molecule forms a hydrogen bond to the 1-N atom of an adjacent pyrazinyl ring, generating an inversion dimer.
Related literature
For the two polymorphs of N-(pyrazin-2-yl)aniline, see: Wan Saffiee et al. (2008a) ; Abdullah & Ng (2008) . For N-(pyrazin-2yl)-4-toluidine; see: Wan Saffiee et al. (2008b) H atoms treated by a mixture of independent and constrained refinement Á max = 0.39 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2009 ). Experimental 2-Chloropyrazine (1.15 g, 10 mmol) and 4-chloroaniline (1.28 g, 10 mmol) were mixed with ethanol (2 ml) and the mixture heated at 423-433 K for 3 h. The product was dissolved in water and the solution extracted with ether. The ether phase was dried over sodium sulfate; the evaporation of the solvent gave well shaped crystals along with some unidentified brown material.
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Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2U eq (C).
The amino H-atom was located in a difference Fourier map, and was refined with a distance restraint of N-H 0.88±0.01 Å; its temperature factor was freely refined. (6) N3 0.0190 (9) 0.0222 (9) 0.0134 (8) −0.0051 (7) −0.0009 (6) 0.0010 (7) C1 0.0134 (9) 0.0158 (9) 0.0148 (9) −0.0009 (7) −0.0007 (7) −0.0024 (7) C2 0.0194 (10) 0.0181 (10) 0.0121 (9) −0.0008 (8) −0.0014 (7) 0.0000 (7) C3 0.0180 (10) 0.0168 (10) 0.0192 (10) 0.0019 (8) −0.0039 (8) 0.0009 (8) C4 0.0121 (9) 0.0178 (10) 0.0219 (10) −0.0001 (7) 0.0004 (7) −0.0040 (8) C5 0.0177 (10) 0.0203 (10) 0.0148 (9) −0.0034 (8) 0.0028 (7) −0.0018 (8) C6 0.0155 (9) 0.0166 (9) 0.0142 (9) −0.0008 (7) −0.0017 (7) 0.0005 (7) C7 0.0143 (9) 0.0154 (9) 0.0125 (9) −0.0014 (7) 0.0003 (7) 0.0020 (7) C8 0.0164 (10) 0.0186 (10) 0.0129 (9) −0.0012 (8) 0.0024 (7) −0.0008 (8) C9
0.0154 (10) 0.0236 (10) 0.0163 (10) −0.0025 (8) −0.0018 (7) 0.0045 (8) C10 0.0145 (9) 0.0192 (10) 0.0167 (10) 0.0008 (8) 0.0013 (7) 0.0026 (8) Geometric parameters (Å, °) supplementary materials sup-5 Fig. 1 
